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Advancing duckweed microbiome engineering for improving biomass productivity by
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Agroforestry promotes time-dependent recovery of microbial diversity and carbon cycling in
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A Halophyte-Derived Endophyte Restructures the Rhizosphere Microbiome and Enhances
Salt Tolerance in Non-Halophytic Plants

A microbial index for predicting soil health: rethinking the role of microbial diversity

Application of potassic rock dust alters edaphic filtering of fungal genera in the soybean
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A Preliminary Study on the Microecological Mechanisms of the Synergistic Chemical-
Biological Control of Fusarium Wilt and Root-Knot Nematode Disease in Cucumber
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Assessing the vertical variation in grapevine trunk fungal communities for the development
of robust mycobiome sampling strategies

Presenting author

Irene Patricia Shamini
Pushparajah

Qing He

Tomomi Sugiyama

Affiliation

New Zealand Institute for
Bioeconomy Science Limited

Guilherme Lucio Martins University of Sao Paulo

YUXIN PENG

Giovana Slanzon

Amanda Oliveira

Xiaohong Lu

Abdulkabir Omeiza

Abdulmalik

Beatrice Fulton

Korea Research Institute of
Bioscience and
Biotechnology

University of Sdo Paulo

Bioeconomy Science
Institute

™
Country ISME20

AUCKLAND

New Zealand

China

Japan

Brazil

Korea, Republic of

United States of

America

Brazil

China

Germany

New Zealand

PS1.01 - Harnessing plant and soil microbiomes for sustainable agriculture



Poster Board
Number
PS1.01.011

PS1.01.012

PS1.01.013

PS1.01.014

PS1.01.015

PS1.01.016

PS1.01.017

PS1.01.018

PS1.01.019

PS1.01.020

Title
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exploring endophytic microorganisms as biological agents in mitigating drought stress in
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Exploring the root and soil microbiome of Lolium perenne under different nitrogen
fertilization regimes

Fit for purpose: evaluation of agricultural bioinoculants across diverse production and
application landscapes

Flavonoid-mediated plant-microbiome interactions modulate mangrove growth

Flooding-Induced Oxygen Gradients Differentially Shape the Structure and Functional
Potential of Rice Rhizosphere and Rhizoplane Microbiome

From cover to community: Strengthening soil microbial diversity and function in agriculture
through the use of cover crops

From Flowers to Fields: How Netting and Crop Diversification Drive Plant Microbiomes

Functional Diversification of Alternative Sigma Factor Drives Ecological Adaptation in Plant-
Associated Bacteria

Fungal biomass affects microbial community structure via soil organic carbon accumulation
across soil types

Genomic potential and systemic impacts of inter-kingdom endophytic consortia on leaf
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America
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Isolation and molecular identification of rhizobia associated with nodules of the Colorin tree
(Erythrina americana) in Mexican soils

Linking fungal diversity to soil health and sustainable crop production in black soils

Long-Term Organic Upland Management Drives Functional Convergence of Bacterial-
Fungal Consortia for Root-Knot Nematode Suppression

Manipulating soil microbiomes via plant-soil feedbacks to enhance the delivery of
ecosystem services and sustainability in grazed grassland ecosystems

Metabolic reconstruction and functional analyses of violacein and polyhydroxybutyrate
synthesis in Janthinobacterium sp. BmR6b isolated from the Chilean Southern Patagonia

Metatranscriptomic profiling of the crop residue-degrading microbiome informs soil carbon

formation and disease management strategies

Microbial-Driven Humification of Sugarcane Leaf Residues in Lateritic Soils

Microbially-informed strategies for the control of bacterial blotch

Microbiome in Steam Exploded Wood Fiber Used as Growth Media for Plants

Microbiome-Engineered Grapevines - A Novel Solution for healthy future vineyards
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impact on aflatoxin production
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Seeds mycobiome and entomopathogenic fungi as components of microbiome-based
strategies for sustainable agriculture

Soil bacteriome diversity and composition of rooftop and surface gardens in urban and peri-

urban areas of Bangladesh

Soil disturbance and humic substances shape plant microbiome assembly and health

Soil fertility context controls fungal-organic acid coupling and mineral nutrient mobilization

in tropical rhizospheres amended with silicate rocks

Soil Microbiome Dynamics and Methane Emissions under Controlled Irrigation in Rice

Soil microbiota synergistically inhibit co-infecting opportunistic plant pathogens

Soil nutrient limitation controls trophic cascade effects of micro-food web-derived
ecological functions in degraded agroecosystems

Soil properties and rhizosphere specialization shape the structure and activity of the
methanogenic community in rice paddies

Such a big loser: spontaneous loss of almost one quarter of the Paraburkholderia sabiae
genome

Synergistic bioaugmentation and biostimulation by indigenous microorganisms enhance
peanut (Arachis hypogaea) productivity in diesel and waste-oil contaminated soils
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The biotechnological potential of the citrus rhizosphere is constrained by its ecological
dynamics

Trichoderma drives functional reassembly of root-associated microbiomes across New
Zealand pastures

Understanding bacterial community assembly in the switchgrass rhizosphere using a
synthetic community

Understanding post-translational regulation in a wheat-Pseudomonas fluorescens model
through tracking newly synthesised proteins

Understanding the evolution of beneficial soil bacteria to identify the most effective strains
for sustainable agriculture

Unraveling the Impacts of Bio- and Synthetic Pesticides on Potato Production

Unravelling the molecular evolution of plant-microbiome interactions in drylands

Using total RNA sequencing to assess the non-target effects of nitrification inhibitors
nitrapyrin and DMPP on soil microbial communities

Water stress and rootstock genotype reshape the grapevine- associated microbiome:
Insights into climate-resilient viticulture

Wounding stress increases bioactive metabolite concentrations in Plantago lanceolata and
enriches the rhizosphere microbiota with beneficial taxa
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