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2-Aminoimidazoles as biofilm inhibitors to disrupt colonization barriers and manage microbial
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Active biodegradation of cellulose, hemicellulose and lignin in boreal lakes

An ensemble of phylogenetically related giant viruses implicated in cryptophyte bloom collapse

Assessing the impact of sequencing platform on freshwater biofilm metabarcoding

Assessment of water quality and microbial diversity across different land use areas in the Taojia
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Characterizing the impact of River Alkalinity Enhancement (RAE) on the water and sediment
microbial communities in a Nova Scotian river

Climate warming reshapes diversity, composition, and network organization of tropical
freshwater bacterial communities

Community dynamics of free-living and particle-associated bacteria during a cyanobacterial
bloom in two Otakou lakes

Coverage-weighted module frequency reveals metabolic restructuring of a freshwater
microbiome under rainfall extremes

Depth- and season-driven changes in microbial, viral, and genomic diversity in drinking water
reservoirs

Disentangling hydrology from ecology: a multi-scale approach to mechanistic microbial
community assembly in the terrestrial subsurface
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Ecological Differentiation and Metabolic Adaptation of Microbial Communities in the Ramsar
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Environmental filtering structures microbial eukaryote biogeography along oxygen gradients in
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Finding driver species in micrbiome dynamics

Free chlorine enhances bacterial invasion and conjugative transfer of antibiotic resistance genes
in biofilms

From lentic to flow-adapted microbes: short-term riverine bacterial reassembly after weir
opening in the Nakdong River

Gradual hydrological transitions suppress microbial enzyme activities more than typhoon
disturbance in a monsoon-dominated small mountainous river

How Does Diel Vertical Migration Shape Microbiome Composition in Aquatic Grazers?

Identifying specific Microcystis genomic clusters to analyze complicated bloom dynamics in
freshwater lakes

Impacts of Metal Contamination on Aquatic Microbial Systems

Integrating bacterial and eukaryotic food webs under oligotrophic and eutrophic regimes in the
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Intraguild predation reshapes microbial food-web diversity and stability
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Life in the clouds: Viral predation and adaptive strategies in atmospheric microbial ecosystems

Linking microbes to biogeochemical processes in stormwater treatment ponds

Long-term patterns of specific protist lineages in hypolimnion of freshwater lakes and reservoirs

Managing aquatic microbial dynamics using nonlinear time series analysis and quantitative
environmental DNA monitoring

Metapangenomics reveal intra-species diversity patterns for freshwater bacteria

Methane production based on microbes-minerals electrochemical symbiosis occurs in tidal flat
deep sediment

Microbial and management triggers of greenhouse gas emissions in agricultural drainage
systems

Microbial carbon and nitrogen cycling in deep oligotrophic lakes

Microbial community assembly across a large river reflects conserved processes under variable
nutrient regimes

Microbial Community Dynamics and Functional Potential in Shallow Finnish Groundwater
Aquifers

Microbial life between sand and water: spatial structuring in ephemeral freshwater lagoons of a
Brazilian coastal dune system

Mixture toxicity of the cyanotoxins anatoxin-a and guanitoxin in fish
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Monitoring and remediation of harmful algal blooms in Montana, USA reservoirs

Multi-Omics Microbial Indicators and Machine-Learning Models for River Ecosystem Health
Assessment

Polinton-like virus expansion in isolated oomycete genomes suggests past giant virus interactions

Response of mobile genetic elements to multiple stressors in river sediments

Riverbed biofilms as indicators of pollution sources in rivers subject to different land use

Sedimentary DNA reveals a shift from climate- to human-driven cyanobacterial community
dynamics in a tropical lake

Sulfolipid-mediated maintenance of Photosystem Il integrity promotes cellular longevity in
Microcystis aeruginosa

Temporal shifts in dynamics of ciliate communities in different strata of freshwater reservoir
during spring and summer blooms

The genomic basis of key traits in the success of a harmful cyanobacterium points to the
importance of nitrogen loading in freshwater watershed management

The Riverine Plastisphere Adrift Amid Concrete Jungles

Tracing groundwater flow with amplicon and shotgun DNA sequencing
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